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SEQUENCE LZSa!XN6 



<110> JAMBS FUIiI^R 

<120> NUdiEXC ACXD CONSTRUCTS 

<130> APF 33 (X. 13149 6CW) 

<160> 53 . 

<170> PatenUn version 3.1 

<210> 1 
<211> 685 
<212> UNA 

.<213> Human cytonegalovxrus 

<400>. 1 ' " 

aa-ba'b-bggcb attggccatt gcatacgttg tatctatatc ataa'ta'bgto catttatatt 60 

ggctca^gbc caatialigacc gccatgttga ca'btgat'kai: tgaci^aLgbta bliaategtaa 120 

tcaat-bacgg ggtoat^'bagi:. -boatagceca tatatggagt: tccgcgttao aliaac^tacg . 180 

gtaaa'bggoc cgccbggctg accgcccaac gacocccgcc cattgacg^o aa'baa'tgacg 240 

tatgt^ccca tagtaacgcc aatagggacb ttccattgac gfccaatgggt ggagtattta 300 

cggtaaacbg cccacttggc agtacatcaa gtgtatcata Irgccaagbcc gccccctatfc 360 

gacgbcaalig acgg'taaai:g gcccgcctgg cattatgccc agtaca-bgac ci^i:acgggac 420 

tttcotact-b ggcagtaca^ otacgtatba gbcatogcta ttaccatggb galigcgglitt 480 

tggcag1:aca ocaa^tgggcg tggatagcgg t'btgractcao ggggab-btco aagtcbccao 540 

Gccatligacg teaal^rggag t;t;tg1:t1:tgg caccaaaatc. aacgggactt: iiccaaaatgt 600 

cgtaataacc ccgccccgtt gacgcaaatg ggcggtaggo gtigbacggtg ggaggbctat 660 

ataagcagaig ctcgtttagt gaacc 685 

<210> 2 

<211> 131 

<212> DNA 

<213> Human cytomegalovirus 



<400> 



2 



gtcaga-bcgc ctggagacgc catccacgct 
gatccagcc-b ccgcggocgg gaacggtgca 
ac'bcaccg'hc o 



gttttgacGt ccaliagaaga caccgggacc 
ttggaacgcg gattccccgt gccaagagbg 



60 



120 



131 



<210> 3 
<211> 135 



wo 2005/035771 



2/19 



PCT/GB2004/004279 



<212> DHOk 

<213> Rai:1nis rattus 



<400> 3 

atoagoaagc aggtatgtac 1:ci:ccaggg1: gggcctggct tccccagbca agacbccagg 60 

ga'b'bi:gaggg acgcbgtggg cbc't'bc'tct'b aca'bgtaco'b 1:t:'bgotagcc -tcaacccbga 120 

ctatetlicca ggtaa 135 



<210> 4 
<211> 955 . 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Chimeric promoter sequence 
<400> 4 

aatattggct attggccatt gcatacgttg tatctatatc ataatatgta catttatatt 60 
ggctcatgtc caatatgaoo gccatgttga cattgattat tgactagtta ttaatagtaa 120 
tcaattaogg ggtcattagt tcatagccca tatatggagt tccgcgttac ataacttaog 180 
gtaaatggcc cgcctggctg accgcocsiac gacccccgcc cattgacgtc aataatgacg 240 
tatgttccca tagtaacgcc aatagggact ttccattgac gtcaatgggt ggagtattta 300 
cggtaaactg cccacttggc agtacatcaa gtgtatcata tgccaagtcc gccccctatt 360 
gacgtcaatg acggtaaatg gcccgcctgg cattatgccc agtaca^tgac cttacgggac 420 
tttcctactt ggcagtacat ctacgtatta gtcatcgcta ttaccatggt gatgcggttt 
tggcagtaca ccaa'bgggcg tggatagcgg tttgactcac gggff^tttcc aagtctccac 
cccattgacg tcaatgggag tttgttttgg caccaaaatc aacgggactt tccaaaatgt 
cgtaataacc ccgccccgtt gacgcaaatg ggcggtaggc gtgtacggtg ggaggtctat 
ataagcagag ctcgtttagt gaaccgtcag atcgootgga gaogccatcc acgctgtttt 720 
gacctccata gauigacaccg ggaocgatcc . agcctccgcg gccgggaacg gtgcattgga 780 
aogcggattc eccgtgccaa gagtgactca ccgtccggat ctcagcaagc aggtatgtac 
tctccagggt gggcctggct tccccagtca agactccagg gatttgaggg acgctgtggg 
ctcttctctt acatgtacct tttgcttgcc tcaiaccctga ctatcttcca ggtca 



480 

540 
600 
660 



840 
900' 
955 



<210> 5 
<211> 121 
<212> DNA 

<213> Hepatitis B virus 
<400> 5 

cagagtcagg ggtctgtatt ttcctgctgg tggctccagt tcaggaacag taaaccctgc 60 
tccgaatatt gcctctcaca tctcgtcaat ctccgcgagg actggggacc ctgtgacgaa 120 
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121 



<210> 6 
<211> 57 
<212> DKA 

<213> Herpes sinqolex virus 
<400> 6 

ataagctgca ttgcgaacca ctagtcgccg tttttcgtgt gcatcgegta tcacggc 57 



<210> 7 
<211> 48 
<212> DNA 

<213> Hepatitis B virus 
<400> 7 

ctttgtacta ggaggctgta ggcataaatt ggtctgttca ccagcacc 48 



<210> -8 
<211> 533 
<212> DNA 

<213> Hepatitis B virus 
<400> 8 . 

tatacaaaaca aaaagatggg gttattcect asiacttoatg ggttacgtaa ttggaagttg 
ggggacattg ccacaagatc atattgtaca aaagatcaaa caetgtttta gaaaacttcc 
tgtaaacagg cctattgatt ggaaagtatg tcaaaggatt gtgggtcttt tgggctttgc 180 
tgctccattt acacaatgtg gatatcctgc cttaatgcct ttgtatgcat gtatacaaga 240 
taaacaggct ttcactttct csgccaactta caaggccttt ctaagtasiao agtacatgaa - 300 
cbtttacccc gttgctoggc aacggcctgg tetgtgccaa gtgtttgctg acgcaacccc 360 
cactggctgg ggcttggcca taggccatca gcgcatgcgt ggaacctttg tggctcctct 420 
gccgatccat actgcggaac tcctagccgc ttgttttgct cgcagccggt ctggagcaaa 



<210> 9 

<211> 158 

<212> DNA 

<213> Simian cytomegalovianis 



60 
120 



480 



gctcatagga actgacaatt ctgtcgtcct ctcgcggaaia tataoatcgt ttc . 533 



<400> 9 . . 

gtcagaoaga cagacagtta tatgggctgg tccctataac tctgccattg taaccccata 



60 
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tagccagaca gli-bagcatlig eatctattga 1:gatgtaci:a a'bgtat:1:gta' aoccccoota 120 
tgccattgtc taaetgtact aatgtatgat a-btatacc 158 



<210> 10 
<211> 131 
<212> DNA 

<213> Oiryotolagiis cunlculus 
<400> 10 . 

gatctttttc cqlictgccaa aaattatggg gacatcatga agccccktga gca-bctgact 60 
totggctaat: aaaggaaatt tatt-btcatt gcaatagtgt g1:t:ggaatt;t. tttgligtctc 120 
txsacteggaa g 



<210> 11 
<211> 204 
<212> DNA 

<213> Simian cytomegalovirus 
<400> 11 

ata-baiiacto tatgttatac tctatgatat acaatatata ctcatgaaca ctatgtactt 60 
ggtgtatgac tcattattgt ctgggacttg gttgggactt ggttggttgg gaagaatgtt 120 
gtgcctgtac ttgtgctgtg ctgtggatcf caataaatgb gactatgttc aaaacackaa 180 
gtgcccccgt gtcttcttta acta .204 



<210>, 12 . 

<211>- 163 

<212> DNA ' 

<213> Herpes simplex virus 2 

<400> 12 

gaagacgagc tctaagggag gggaggggag ctgggcttgt gtataaataa aaagacaccg 60 

atgttcaaaa atacacatga cttctggtat tgttttgcct tggtttttat ttgggggggg 120 

gggggcgtgt gactagaaaa acaaatgcag acatgtgota acg 163 



<210> 13 

<211> 191 

<212> DNA 

<213> Human papillomavirus tjrpe 



<400> 13 
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aattgttaca 'ba'baattgt't gtataccata acttactatt ttttcttttt tattttcata 60 

tataattttt ttttttgttt gtttgtttgt tttttaataa actgttatta cttaacaatg 12 

cgacacaaac gbtcbgcaaa acgcacaaaa cg-bgcatcgg c^acccaacli t-baliaaaaca 180 

tgcaaacagg c 191 



<210> 14 

<211> 3759 

<212> DMA 

<213> Artlflclstl seqaencse 



<220> 

<223> pJV es^ression vector 
<220> 

<221> Intron 

<222> (1725) . . (1857) 

<223> Rat Ins IntA 



<220> 
<221> 
<222> 
<223> 



mlsc^feature 
(1).. (44) 

Tn903, pUC4K Remnants 



<220> 

<221> * mise_feature 

<222> (861) , . (896) 

<223> Tn903, pUC4K Remnants 



<220> 
<221> 
<222> 



mlsc^feature 
(897) . .(902) 



<223> pUC19 MCS 



<220> 
<221> 
<222> 
<223> 



polyA^slgnal 
(2556) . . (2686) 
rGLOB pA 



<220> 

<221> polyA_site 

<222> (2647) . . (2647) 

<223> PolyA_Site_l 
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<220> 

<221> promoter 

<222> (903) . . (1587) 

<223> CMSr Pro 

<220> 

<22i> 3'UTR 

<222> (2012) . . (2544) 

<223> HBVenh 

<220> 

<221> 5'UTR 

<222> (1864) . . (1984) 

<223> 5«-Xn?R of HBV pre-S2 

<220> 

<22i> miscjfeature 

<222> (1719) . . (1724) 

<223> Bam/Bgl fusion 
<220> 

<221> miscjfeature 

<222> (1985) . . (1987) 

<223> ATG-Nhe 

<220> 

<22X> miscjfeature 

<222> (1988) . . (2011) 

<223> CDS insertion site • 



<220> 

<221> misejeeature 

<222> (2545) . . (2555) 

<223> unknown 
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<220> 

<221> exon 

<222> (1588) . . .(1718) 

<223> CMV Exon 1/2 



<220> 
<221> 
<222> 



miscjfeature 
(2693) . . (3759) 
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60 
120 
180 

240 
300 
360 



<223> pUCl9 
<220> 

<221> misc^feature 

<222> (45).. (860) 

<223> KanR *(Tn9p3) complement 

<400> 14 

ggcgtaatgc tctgccagtg ttacaaccaa ttaaccaatt ctgattagaa aaabtcatcg 
agcatdaaat gaaactgcaa tttattcata tcaggattat caataccata tttttgaaaa 
agccgt-btct gbaatgaagg agaaaactea ccgagr^cagt -bccataggat. ggcaagatcc 
tggtatcggt ctgcgattcc gactogtcca acatcaatac aacctattaa tttcccctcg 
tcaaaaaizaa ggttatcsaag tgagaaatca ccatgagtga cgactgaatc cggtgagaat 
ggcaaaagct tatgcatttc tttccagact tgttcaacag gccagccatt acgctcgtca 
tcaaeia'tcac tcgcatca^o caaaccgtta ttcattcgtg attgcgcctg agcgagaoga. 420. 

480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 



aataogcgat cgctgttaaa aggaoaatta caaacaggaa -bcgaatgcaa ccggcgcagg 
aacactgcca gcgcsatoaac aatatttitea cetgaa-bcag gatattcttc -baatacctgg 
aatgctgttt tcccggggat cgcagtggtg agtaaccatg catcatcagg agtacggata 
aaatgcttga tggtcggaag - aggcataaat tccgtcagcc. agtttagtct gaccatctca 
tctgtaacat cattggeaae gcliacctttg ccatgtttca gaaacaactc tggcgcatcg 
ggottcocat acaat:cga1:a gattgtcgca cotgatligco cgacattate gcgagcccat 
ttataccoat .at:aaatcsigc aiiccatgttg gaatttaato gcggcctcga gcaagacglit: 
tcccgttgaa tatggctcat aacacccctt gtattactgt ttatgtiaagc agacaggtcg 
acaatattgg ctattggcca ttgcatacgt tgtatctata tcataatatg tacatttata 
ttggctcatg tccaatatga ccgccatg-bt: gacsattgatt a-btgacbagi: tat'baa'bag'b 
aatcaattao ggggtcatta gttesatagcc catiatatgga gttccgcgtt acataacbta 
cggbaaatgg cccsgccliggo tgaocgccca acgacccccg cccattgacg tca a taatga 
cgtatgttcc catagtaacg ccaataggga ctttccattg acgtcaatgg gtggagtatt 
tacggtaaac tgcccacttg gcagtacatc aagtgtatca tatgccaagt ccgcccccta 1260 
titgacgtcaa tgacggtaaa tggcccgcct ggcattatgc ccagtaca-bg* accbtacggg 1320 
aot-b-bcotiao ttggeagtac atctaogtat tagtcatcgc tat1:accatg gtgatgcggt 1380 
tttggcagta eaccaatggg ogtggatagc ggtttgactc acggggattt ccsaagtctcc 1440 
.accccattga cgtcaatggg agtttgtttt ggcaccaaaa tcaacgggac tttccaaaat 1500 
gtcgtaataa ccccgccccg ttgacgcaaa tgggcggtag gcgtgtacgg tgggaggtct 1560 
atataagcag agctcgttta gtgaacc gtc aga teg cct gga gac gcc ato cac .1614 

Val Arg Ser Pro Gly Asp Ala He His 
1 5 . 



get gtt ttg aee tee ata gaa gac aec ggg aee- gat eea gee tec geg 
Ala Val Leu Thr Ser He Glu Asp Thr Gly Thx Asp Pro Ala Ser Ala 
10 15 20 2S 



1662 



gee ggg aae ggt gea ttg gaa ege gga tte eco gtg eea aga gtg act 
Ala Gly Asn Gly Ala Leu Glu Arg Gly Phe Pro Val Pro Arg Val Thr 



1710 
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30 35 40 

cac cgt ca ggat^cbcagc aageaggtat gtactctcca gggtgggcct ggcttcccca 1768 
His Arg 



gtcaagactc cagggatttg agggacgctg tgggctctte tcttacatgt accttttgct 1828 

tgcctcaacc ctgactatct tccaggtcag gatcccagag tcaggggtct gtattttcct 1888 
gctggtggct ccagttcagg aacagtaaac cctgctccga atattgcctc tcacatctcg . 1948 

tcaalict^ccg cgaggactgg ggaccctgtg acgaacatgg ctagcgggcc cagatctggg 2008- 

ccc-baacaaa acaaaaagat ggggttal^tc cctaaactte atgggttacg taattggaag 2068 

ttgggggaca tligccacaag alusata-ktgb acaaaagalxs aaacactgti: ttagaaaact 2128 

tcctgtaaac aggcetattg attggaaagt atgtcaaagg attgtgggtc ttttgggctt 2188 

tgctgctcca tttacaeaat gtggatatcc tgccttaalig cctttgtatg caligtetaca 2248 

agctaaacag gctttcactt tctcgccaac ttiacaaggcc tttete ag fca aacagtacat 2308 

gaacc^biiac cccgii1:go-bc ggcaacggco tgg^otgtgc caagi:gttt:g ctgacgcaao 2368 

ccccacliggc tggggcttgg ccataggcca tcagcgcatg cgtggaacct ttgtggctcc 2428 

tctgccgatc catactgcgg aactcctage cgcttgtttt gctcgcagcc ggtctggagc 2488 

aaagctcata ggaactgaca attctgtcgt cctctcgcgg aaatatacat cgtttcgatc 2548 

tacgtatgat ctttttccct otgccsaaaaa ttatggggac .atcatgaago cccttgagca 2608 

tctgacttct ggcbaataaa ggaaatittat tttcattgca aliagtgtgtl: ggaattttfct 2668 

gtgtustctca ctcggeuigga attctgcatt aatgaatcgg ccaacgcgcg gggagaggcg 2728 

gtttgcgtat tgggcgctct tccgcttcct cgctcactga. etcgctgcgc tcggtcgttc 2788 

ggciigcggcg agcggtatca gctcaetcaa aggcggtaat aeggbtatcc acagaaticag 2848 

gggataacgc aggaaagaac atgtgagcaa aaggccjagca aaaggccagg aaccg^aaaa 2908 

aggccgcg1:1: gctggcgttt ttccataggo tcogcccccc ligacgagcat cacaaatsiatc 2968 

gacgctcaag tcagaggtgg cgaaaoccga caggactet;a aagateccag gcgbttccco 3028 

ctggaagc-bc cctcgtgcgc tctcctgttc cgaccctgcc gcttaccgga tacctgtccg 3088 

cctttctccc ttcgggsiagc gtggcgcttt ctcatagctc acgctgtagg tatctcagtt 3148 

cgg-bg-baggli cgttcgctcc aagctgggct gtgtgcacga accccccgtt cagoccgaco 3208 

gcbgcgcctt aluscggtaac tatcgtcttg agtcoaacco ggtaagacao gacbtaiicgc 3268 

caotggcagc agccactggt. aacaggatta gcagagcgag gtatgteggc gglxfctacag 3328 

agttcttgaa gtggtggcct aactacggct acactagaag aacagtattt ggtatctgcg 3388 

ctctgctgaa gccagttacc ttcggaaaaa gagttggtag ctcttgatcc ggcaaacaaa 3448 

ccaccgctgg tagcggtggt ttttttgttt gcaagcagca gattacgcgc agaaaaaaag 3508 
gatctcaaga agatcatttg atctttteta cggggliotga cgctcagtgg aacgaaaaot: , 3568 

cacgfctaagg gattttggte a1:gaga1:tat: oaaaaaggat ottcaoctag atecttttaa 3628 

attaaaaatig aagttttaaa tcaatctaaa gtatatatga gtaaacttgg tetgacagtt: 3688 

accaatgctt aatcagtgag gcacctatct cagcgatctg tctatttcgt tcatccatag 3748 

ttgcc-bgact c 3759 



<210> 15 
<211> 42 
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<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer 
<400> 15 

ggaggatccg gacgg'tgagt; cac'tct'kggc acggggaatc eg 42 



<210> 16 

<211> 21 

<212> DNA 

<213> Artificial sequence 

<220> . 

<223> Primer 

<400> 16 . - 

ggtgaatatg gctcateiaca c. 21 



<210> 17 

<211> 23 • ' . 

<212> DNA 

<213> Artificial sequence 
<226> 

<223> Primer 

<400> 17 

ccgccgaaca tggagaacat- cgc -23 



<210> 18 

<2il> 33 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer 



<400> . 18 

cacagatctt ttgttagggt ttaaatgtat acc 



33 
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<210> 19 

<211> 29 

<212> DNA 

<213> AcUflcial sequence 
<220> 

<223> Pcimer 

<400> 19 

ggaggatecb gacctggaag atag^oacc 

<210> 20 

<211> 26 

<212> DNA . 

<213> Ar'blficlal sequence 
<220> 

<223> Primer 

<400>- 20 

crgaggateca 'bcagcaagca ggtafcg 

<210> 21 . . ' 

<211> 33. 

<212> DN2^ 

. <213> ArUf xclal sequence 

<220> 

<223> Primer 
<400> 21 

ggagcbagcg ggcgiibtgac cbccggcgbc ggg 

<210> 22 

<211> 37 

<212> DNA 

<213> ArUflclal secpienoe 
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29 



26 



<220> 
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<223> Primer 
<400> 22 

ggagaa'b'bca ga'bc-kcc'kc'b ag1:aaaacaa tggctgg 37 



<210> 23 

<211> 25 

<212> DNA 

<213> ArtdLficlsLl sequence 
<220> 

<223> Primer 

<400> 23 

ggagctagcc ttctaaccga ggtcg 25 

<210> 24 . 

<211> 30' . 

<212> DNA 

<213> Ar'tificial' sequence 
<220> 

<223> Primer 



<400> 24 

ggaagatc'bc cttactccag ctcbabgctg. . - 30 



<210> 25 

<21^> 27 

<212> HNA 

<213> Ar'tificial sequence 



.<220> 

<223> Primer 
<400> 25 

ggcgaa-btcc ttecg ag l i ga gagacac 27 



<210> 26 
<211> 43 
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<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer 
<400> 26 

ggag1:a'baoa tt-baaagggc cctoacaaaa caaaaagatg ggg 43 



<210> 27 

<211> 31 

<212> DNA. 

<213> Artificial sequence . . 

<220> . • - ^ 

<223> Primer 

<400> 27 * 

ggagctagct: cgtttactt-b gaccugaac g 31 



<210> 28 , 
<211>* 36- ■ ^ 
<212> DNA 

<213> Artificial sequence 
<220> 

<223>" Primer 
<4bo> 28 

ggaagatctc cttatttttg acacoagacc aactgg '36' 



<210> 29 

<211> 29 

<212> DNA 

<213> Artificial seq[uence 
<220> 

<223> Primer 



<400> 29 

ggagtogacc tgtctgctta cataaacag 



29 
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<210> 



30 



<211> 



26 



<212> 



<213> 



A3rbj.£j.cial sequence 



<220> 



<223> 



Primer 



<400> 



30 



cg'baa'bgc'kc 'tgccagt:g-bt acsiacc 



26 



<210> 



31 



<211> 20 . . . 

<212> DNA 

<213> Ari:±fici.al sequence 
<220>. 

<223> Printer 
<400> 31 

gaaagai^cbc agcaagcagg' 20 ' 

<210> 32 

<211> 47 . 

<212> DN21 . . 

<213> Artificial sequence 

<220> 

<223> Primer 
<400> 32 

ggaggatccb gacctggaag atagtcaggg t-bgaggcaag caaaagg 47 

<210> 33 

<211> 12 

<212> DMA 

<213> Artificial sequence 



<220> 
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<223> Prlaier 
<400> 33. 

ctagcgggoa ca 12 



<210> 34 

<2H> 12 

<212> DNA 

<213> Art±f±ci.al sequence 

<220> ... 

<223> Primer. 

<400> 34 

gatetgggco eg 12 



<210> 35 . . 

<211> 28 

<212> DMA. 

<213> Artificial secpience 

<220> . 

<223> Primer • ■ ' 

<400> 35. . 

ggagctagca 'bca'bcccagt -bgaggagg 28 



<210> .36 

<211> 28 . . ' 

<212> DKA 

<213> Artificial sequence 
<220> 

<223> Primer 
<400> 36 

ggtagatctc cbcatgbctg ctcgaagc * 28 



<210> 37 
<211> 29 
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<212> DNA 

<213> Artificial secnience- 
<220> 

<223> Primer 
<400> 37 ' 

ccaagcbagc gacaaaaclic acacatgcc 29 



<210> 38 

<211> 45 

<212> DNA 

<213> Ar-bifioial sequence 
<220> 

<223> Primer 

<400> 38 

ggaagatcbc girt-bacccct: gbca'bti'kacc cggagacagg gagag 45 



<210> 39 
<211> 57 
<212>. DNA 

<213> Arl^fidal sequence 
<220> 

<223> Oligonticleolilde 
<400> 39 ' 

suigabgticca gacbcbglict ctccgtggcc cbccffccgtgc tccixigggac actcgco 57 



<210> 40 

<211> 24 . 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer 



<400> 40 

ggaactagta agatgtccag actc 



24 
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<210> 41 

<211> 25 

<212> DNA 

<213> Artificial sequence 
<220> 

<223>. Primer 

<400>. 41 

ggaagcliagc ggoga g tg t c ccgag 25 



<210> 42 . 
<211> 75 
<212> DNA 

<213> Arlilficial sequence , 
<220> 

<223> Ollgonucleo-blde 
<400> 42 

ggaaagatgg ccagccbctb tgccaca'bt'b otcgli-gg-bgc licgtgagcci: cagcctcgcc 60 
agogaaagca gcgcc 75 



<210> 43 . 

<211> 24 ' 

<212> DNA 

<213> Ar-blfldal sequence . 
<220> 

<223> Primer 

<400> 43 

ggaactaglig gaaaga1:ggc cage 24 



<210> 44 

<211> 26 

<212> DNA 

<213> Artilflclal sequence 
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<220> 

<223> Primer 
<400> 44 

ggaagctagc ggcgotgctt tcgctg 



<210> 45 . 

<211> 51 

<212> DMA 

<213> . Artilf Icxal sequence 
<220> 

<223> Oligonucleotide 

<400> 45 

aggtctttgc taa-bcttggt: gctttgcttc ctgcccctgg ctgctciiggg g . " 51 



<210> 46 * 

. <211> 24 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer 

<400> 46 

ggaactagta ggtctttgct aatc 24 

<210>. 47 - - 
*<211> 25 
<212> DMA 

<213> Artificial sequence 
<220> 

<223> Primer ; ' 

<400> 47 

ggaagctagc ccccagagca gccag 25 



<210>. 48 
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<211> 31 

<212> DMA 

<213> Ar-bifxclal sequence 
<220> 

<223> Primer 

<400> 48 

ggagc-kagcb cgt^ttactt:!: gaccaagaac g . .31 



<210> 49 
<211> 25 
<212> DNA 

<213> Ar-bif xclal sequence 
<220> 

<223> Primer- 
<400> .49 

ggaagatc-bc cggtgag Ugg tgctg 25 



,<210> 50 

* <211> 32 
<212> - DMA 

<213> ArUflclal sequence 
<220> 

<223> Primer 

<400> 50 

gcaggalicca gtagaccbgg agagaggaca ag 32 

<210> 51 

<211> 29 

<212> DNA 

<213> Ar-bificial sequence 
<220> 

<223> Primer 



<400> 



51 
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ggaagatcta oaaggtgago tgctgtggc .29 



<210> 52 
<211> 490 
<212> DNA 

<213> Pseudo rabies virus 
<400> 1 

'bggccgcaga gcgggccggg ca'bgcaaa'bc agaggpgcgo gggagacgcc -bocgogcgcc 60 
cattggcccg ggcgagccga gatggccgcc gcgggggccg gacatgcaaa gtagacgoga 120 
gaggaagbag ggagagaaat cccattggcc gtcgaggggc caagatggcg ccctcggggc 180 
cggacatgca aagfcagacgc gagaggaagt gggcgagaga aatcccattg gccgtcgatg 240- 
gggcaagalxr gccgccgcgg gggccgggoa tgcaaatggt ocbcgcgagg etag'b'bccteg 300 
cgaaatccca ttggccggcg gcogocatct: t:gggccgggo atgcaaagca gac^gcagag 360 
gaagcgggcg agaiaaaatec catliggccgg ocgtcgggga agl^ccgcggc gaaaat:cggc 420 
cattggtccg ctLtiacctggg ggcgggctqt: cctcggggcg cbtiataagcg cggrt^ctccal: 480 
cg1:agcaci:t 490 

<210> 53 

<211> 495 

<212> DNA ' 

<213> Rous sarcoma vxrus 

<400> 2 

ctgctccctg cttgtgtgtt ggaggtcsgct gagtagtgcg cgagcaaaali t-baagcbaca 60 

acaaggcaag gcttgaccga ciaatbgcatg aagaaiicligc .ttagggttag gcgttttgcg 120 

ctgcttcgcg atgbacgggc cagatatacg cgtatctgag gggactaggg tgtgtttagg 180 

cgaaaagcgg ggcbteggbt:' gfcaogcgyb't aggag^-tccc teagga tata gbsig^'t'kcgc 240 

i:tttgcatag ggagggggaa atgtagtciiti atgcsaatacsa cttgtaiglusli tgcaacatgg. 300 

taacgatgag ttagcsaacat gcct:tacaag gagagaaaaa gcaccgtgca tgccgattgg 360 

tggaagtaag gtggtacgat cgtgccttat iaggaaggca acagacaggt ctgacatgga 420 

l^-bggacgaac cactgaattc cgcattgcag agatoai^tgl: at^^aagt.gc ctagc^cga^ 480 

acciataaacg ccatb 495 



